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Background:
Bovine tuberculosis (bTB) is a chronic disease of cattle that reduces animal productivity and represents a major public health threat. The disease remains endemic in developing countries like India that lack national control programs. This systematic review and meta-analysis sought to estimate bTB prevalence in India to address a critical gap in future efforts to develop effective control strategies.

Methods:
Articles eligible for inclusion were identified across four electronic literature databases and handpicked from reference lists of identified articles. Articles were screened independently and only cross-sectional studies were included. The search was performed in accordance with PRISMA guidelines.

Results:
Of the 285 articles generated, data was extracted from 44 included articles, contributing a total of 82 419 cows and buffaloes. The pooled prevalence estimate for India determined using a random-effects (RE) meta-regression model was 7.3% (95% CI: 5.6, 9.5), with varying prevalence estimates across states. Our pooled prevalence estimate (from the RE model) adjusts for systematic biases between studies due to production system, species, breed, study location, diagnostic technique, sample size and study period.

Conclusions:
With an estimated 21.8 million (95% CI: 16.6, 28.4) infected cattle, India has apparently more infected animals than the total number of dairy cows in the United States. Combined with projected increases in conditions favorable for transmission of this major animal and human pathogen, the results of this meta-analysis highlight a critical unmet need for the development of a national surveillance program and the implementation of an effective strategy for control of bTB in India. 
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Key Messages 
· In this systematic review of the prevalence of bovine tuberculosis (bTB) in India, 44 articles published in peer-reviewed journals were included, contributing 82 419 cows and buffaloes across 18 states and 1 union territory. The overall pooled prevalence estimated using the RE model was determined to be 7.3% (95% CI: 5.6, 9.5).
· While further national level prevalence studies using standardized, uniform diagnostic testing are needed to verify and expand on this meta-analysis, moderators of bTB prevalence were found to be production system, species, breed, study location, diagnostic technique, sample size and study period. 
· Given the high prevalence observed, there is also concern regarding the potential for zoonotic transmission of bTB and contribution to the continued spread of the Mycobacterium tuberculosis complex in humans, suggesting that an attempt to eradicate tuberculosis from humans without also eradicating it from cattle will likely prove ineffective.

